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    Each point is one sample; horizontal position shows impact on outcome (left = negative/0, right = positive/1).
    Color shows feature value (red = high, blue = low [for binary 'ENC' input features red = yes/1 and blue = no/0]). 

    Scales may vary across plots with a maximum of 10 features per plot.
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    Each point is one sample; horizontal position shows impact on outcome (left = negative/0, right = positive/1).
    Color shows feature value (red = high, blue = low [for binary 'ENC' input features red = yes/1 and blue = no/0]). 

    Scales may vary across plots with a maximum of 10 features per plot.
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    Each point is one sample; horizontal position shows impact on outcome (left = negative/0, right = positive/1).
    Color shows feature value (red = high, blue = low [for binary 'ENC' input features red = yes/1 and blue = no/0]). 

    Scales may vary across plots with a maximum of 10 features per plot.
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    Each point is one sample; horizontal position shows impact on outcome (left = negative/0, right = positive/1).
    Color shows feature value (red = high, blue = low [for binary 'ENC' input features red = yes/1 and blue = no/0]). 

    Scales may vary across plots with a maximum of 10 features per plot.
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    Each point is one sample; horizontal position shows impact on outcome (left = negative/0, right = positive/1).
    Color shows feature value (red = high, blue = low [for binary 'ENC' input features red = yes/1 and blue = no/0]). 

    Scales may vary across plots with a maximum of 10 features per plot.
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    Each point is one sample; horizontal position shows impact on outcome (left = negative/0, right = positive/1).
    Color shows feature value (red = high, blue = low [for binary 'ENC' input features red = yes/1 and blue = no/0]). 

    Scales may vary across plots with a maximum of 10 features per plot.
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    Each point is one sample; horizontal position shows impact on outcome (left = negative/0, right = positive/1).
    Color shows feature value (red = high, blue = low [for binary 'ENC' input features red = yes/1 and blue = no/0]). 

    Scales may vary across plots with a maximum of 10 features per plot.
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    Each point is one sample; horizontal position shows impact on outcome (left = negative/0, right = positive/1).
    Color shows feature value (red = high, blue = low [for binary 'ENC' input features red = yes/1 and blue = no/0]). 

    Scales may vary across plots with a maximum of 10 features per plot.
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    Each point is one sample; horizontal position shows impact on outcome (left = negative/0, right = positive/1).
    Color shows feature value (red = high, blue = low [for binary 'ENC' input features red = yes/1 and blue = no/0]). 

    Scales may vary across plots with a maximum of 10 features per plot.
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grade (outcome variable) mapping: | metastatic maps to 0 | pdac maps to 1

Dependence plot showing feature impact on
 grade (Original dataset)
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
 grade (Original dataset)
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
 grade (Original dataset)
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
 grade (Original dataset)
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.



1000 2000 3000 4000 5000
SL000310.P00736.C1R

0.0125

0.0100

0.0075

0.0050

0.0025

0.0000

0.0025

0.0050

0.0075

SH
AP

 v
al

ue
 fo

r
SL

00
03

10
.P

00
73

6.
C1

R
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Dependence plot showing feature impact on
 grade (Original dataset)
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
 grade (Original dataset)
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
 grade (Original dataset)
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
 grade (Original dataset)
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
 grade (Original dataset)
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
 grade (Original dataset)
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
 grade (Original dataset)
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
 grade (Original dataset)
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
 grade (Original dataset)
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
 grade (Original dataset)
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
 grade (Original dataset)
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
 grade (Original dataset)
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
 grade (Original dataset)

2500

5000

7500

10000

12500

15000

17500

20000

SL
00

00
17

.P
04

27
5.

VW
F

    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
 grade (Original dataset)
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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Dependence plot showing feature impact on
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.



2500 5000 7500 10000 12500 15000 17500 20000
SL012457.P58417.NXPH1

0.008

0.006

0.004

0.002

0.000

0.002

0.004

SH
AP

 v
al

ue
 fo

r
SL

01
24

57
.P

58
41

7.
NX

PH
1

grade (outcome variable) mapping: | metastatic maps to 0 | pdac maps to 1

Dependence plot showing feature impact on
 grade (Original dataset)

1200

1400

1600

1800

2000

2200

SL
00

41
40

.P
52

79
8.

EF
NA

4

    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.



1000 2000 3000 4000 5000 6000
SL000525.P09237.MMP7

0.006

0.004

0.002

0.000

0.002

0.004

0.006

SH
AP

 v
al

ue
 fo

r
SL

00
05

25
.P

09
23

7.
M

M
P7

grade (outcome variable) mapping: | metastatic maps to 0 | pdac maps to 1

Dependence plot showing feature impact on
 grade (Original dataset)

1000

2000

3000

4000

5000

6000

SL
01

42
48

.Q
9H

3T
3.

SE
M

A6
B

    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.


