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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.



400 600 800 1000 1200 1400
SL003187.O00626.CCL22

0.0100

0.0075

0.0050

0.0025

0.0000

0.0025

0.0050

0.0075

SH
AP

 v
al

ue
 fo

r
SL

00
31

87
.O

00
62

6.
CC

L2
2

grade (outcome variable) mapping: | metastatic maps to 0 | pdac maps to 1

Dependence plot showing feature impact on
 grade (Original dataset)

400

600

800

1000

1200

SL
00

47
83

.P
80

51
1.

S1
00

A1
2

    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.



1000 1250 1500 1750 2000 2250 2500 2750
SL004120.Q16832.DDR2

0.0100

0.0075

0.0050

0.0025

0.0000

0.0025

0.0050

SH
AP

 v
al

ue
 fo

r
SL

00
41

20
.Q

16
83

2.
DD

R2
grade (outcome variable) mapping: | metastatic maps to 0 | pdac maps to 1

Dependence plot showing feature impact on
 grade (Original dataset)

1000

1500

2000

2500

3000

3500

SL
00

31
97

.O
15

44
4.

CC
L2

5

    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.



600 800 1000 1200 1400 1600 1800
SL005263.P30533.LRPAP1

0.010

0.008

0.006

0.004

0.002

0.000

0.002

0.004

0.006

SH
AP

 v
al

ue
 fo

r
SL

00
52

63
.P

30
53

3.
LR

PA
P1

grade (outcome variable) mapping: | metastatic maps to 0 | pdac maps to 1

Dependence plot showing feature impact on
 grade (Original dataset)

2000

4000

6000

8000

10000

12000

14000

SL
00

04
60

.P
01

88
0.

IG
HD

  I
GK

@
 IG

L@

    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.
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    Each point is one observation. X-axis = feature value; Y-axis = SHAP value (positive pushes prediction up, negative pushes it down). 
    Points are colored by value of top interacting feature.


